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<110> Japan Science anct Technology Corporation 
<120> Juman H37 protein \nd cDNA encoding the protein 
<140> PCT/JP99/06067 
<141> 1999-11-01 
<150> JP No. 10-311408 
<1 51 > 1998-10-30 
<160> 4 
<210> 1 
<211> 674 
<212> PRT 
<213> Homo sapiens 
<400> 1 

Met Asn Ser Gly Ala Met Arg Me His Ser L\s Gly His Phe Gin Gly 

1 5 10 \ 15 

Gly lie Gin Val Lys Asn Gtu Lys Asn Arg Pro \er Leu Lys Ser Leu 

20 25 \ 30 

Lys Thr Asp Asn Arg Pro Glu Lys Ser Lys Cys Lys ^ro Leu Trp Gly 

35 40 *5 

Lys Val Phe Tyr Leu Asp Leu Pro Ser Val Thr Me Ser\Glu Lys Leu 

50 55 60 

Gin Lys Asp Me Lys Asp Leu Gly Gly Arg Val Glu Glu Ph^Leu Ser 
65 70 75 \ 80 

Lys Asp lie Ser Tyr Leu Me Ser Asn Lys Lys Glu Ala Lys Phfe Ala 

85 90 95 

Gin Thr Leu Gly Arg Me Ser Pro Val Pro Ser Pro Glu Ser Ala T: 
100 105 110 
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Thr AlVGIu Thr Thr Ser Pro His Pro Ser His Asp Gly Ser Ser Phe 

1TSL 120 125 

Lys Ser Pro A\p Thr Val Cys Leu Ser Arg Gly Lys Leu Leu Val Glu 

130 \ 135 140 

Lys Ala lie Lys A^ His Asp Phe Me Pro Ser Asn Ser Me Leu Ser 
145 M50 155 160 

Asn Ala Leu Ser Trp Gly Val Lys lie Leu His lie Asp Asp lie Arg 

165 \ 170 175 

Tyr Tyr lie Glu Gin Lys Ly^ Lys Glu Leu Tyr Leu Leu Lys Lys Ser 

180 \ 185 190 

Ser Thr Ser Val Arg Asp Gly GI^Lys Arg Val Gly Ser Gly Ala Gin 

195 200 \ 205 

Lys Thr Arg Thr Gly Arg Leu Lys Lys\Pro Phe Val Lys Val Glu Asp 

210 215 \ 220 

Met Ser Gin Leu Tyr Arg Pro Phe Tyr Leu\Gln Leu Thr Asn Met Pro 
225 230 2S5 240 

Phe lie Asn Tyr Ser Me Gin Lys Pro Cys Ser\Pro Phe Asp Val Asp 

245 250 \ 255 

Lys Pro Ser Ser Met Gin Lys Gin Thr Gin Val Lys \eu Arg Me Gin 

260 265 \270 

Thr Asp Gly Asp Lys Tyr Gly Gly Thr Ser Me Gin Leu G\n Leu Lys 

275 280 285 

Glu Lys Lys Lys Lys Gly Tyr Cys Glu Cys Cys Leu Gin Lys T^ Glu 

290 295 300 

Asp Leu Glu Thr His Leu Leu Ser Glu Gin His Arg Asn Phe Ala Gf 
305 310 315 320 

Ser Asn Gin Tyr Gin Val Val Asp Asp Me Val Ser Lys Leu Val Phe 
325 330 335 
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Asp Ph\ Val Glu Tyr Glu Lys Asp Thr Pro Lys Lys Lys Arg lie Lys 
240 245 350 

Tyr Ser Va\Gly Ser Leu Ser Pro Val Ser Ala Ser Val Leu Lys Lys 
355 \ 360 365 

5 Thr Glu Gin Lys\£5lu Lys Val Glu Leu Gin His lie Ser Gin Lys Asp 
370 \ 375 380 

Cys Gin Glu Asp Asp \hr Thr Val Lys Glu Gin Asn Phe Leu Tyr Lys 
385 3919 395 400 

Glu Thr Gin Glu Thr Glu \ys Lys Leu Leu Phe lie Ser Glu Pro Me 

405 \ 410 415 

Pro His Pro Ser Asn Glu Leu fog Gly Leu Asn Glu Lys Met Ser Asn 

420 \425 430 

Lys Cys Ser Met Leu Ser Thr Ala g\i Asp Asp lie Arg Gin Asn Phe 
435 440 \ 445 

15 Thr Gin Leu Pro Leu His Lys Asn Lys Grt] Glu Cys lie Leu Asp lie 
450 455 \ 460 

Ser Glu His Thr Leu Ser Glu Asn Asp Leu Ghu Glu Leu Arg Val Asp 
465 470 475 \ 480 

His Tyr Lys Cys Asn lie Gin Ala Ser Val His Va\( Ser Asp Phe Ser 

485 490 \ 495 

Thr Asp Asn Ser Gly Ser Gin Pro Lys Gin Lys Ser As\ Thr Val Leu 

500 505 5J0 

Phe Pro Ala Lys Asp Leu Lys Glu Lys Asp Leu His Ser lle\Phe Thr 
515 520 525 

25 His Asp Ser Gly Leu lie Thr lie Asn Ser Ser Gin Glu His LeuXhr 
530 535 540 

Val Gin Ala Lys Ala Pro Phe His Thr Pro Pro Glu Glu Pro Asn Glu 
545 550 555 560 



2D 
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Cys Asp Phe Lys Asn Met Asp Ser Leu Pro Ser Gly Lys lie His Arg 

565 570 575 

Lys Val Lys \le lie Leu Gly Arg Asn Arg Lys Glu Asn Leu Glu Pro 

585 590 
Asn Ala Glu Phe fc$p Lys Arg Thr Glu Phe lie Thr Gin Glu Glu Asn 

595 \ 600 605 

Arg lie Cys Ser Ser ^o Val Gin Ser Leu Leu Asp Leu Phe Gin Thr 

610 \615 620 

Ser Glu Glu Lys Ser Glu \e Leu Gly Phe Thr Ser Tyr Thr Glu Lys 
625 630 \ 635 640 

Ser Gly lie Cys Asn Val Leu AV lie Trp Glu Glu Glu Asn Ser Asp 

645 \ 650 655 

Asn Leu Leu Thr Ala Phe Phe Ser Se>r Pro Ser Thr Ser Thr Phe Thr 
660 665\ 670 

Gly Phe 
674 
<210> 2 
<211> 234 
<212> PRT 
<213> Homo sapiens 
<400> 2 

Met Asn Ser Gly Ala Met Arg lie His Ser Lys Gly His F^e Gin Gly 

1 5 10 \ 15 

Gly lie Gin Val Lys Asn Glu Lys Asn Arg Pro Ser Leu Lys S\r Leu 

20 25 30 

Lys Thr Asp Asn Arg Pro Glu Lys Ser Lys Cys Lys Pro Leu Trp Gl 

35 40 45 

Lys Val Phe Tyr Leu Asp Leu Pro Ser Val Thr Me Ser Glu Lys Leu 
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50\ 55 60 

Gin Lys AsVlle Lys Asp Leu Giy Gly Arg Val Glu Glu Phe Leu Ser 
65 \ 70 75 80 

Lys Asp lie SerVTyr Leu lie Ser Asn Lys Lys Glu Ala Lys Phe Ala 

.85 90 95 

Gin Thr Leu Gly Arg\ile Ser Pro Val Pro Ser Pro Glu Ser Ala Tyr 

100 \ 105 110 

Thr Ala Glu Thr Thr SerVo His Pro Ser His Asp Gly Ser Ser Phe 

115 \ 120 125 

Lys Ser Pro Asp Thr Vai Cys Deu Ser Arg Gly Lys Leu Leu Val Glu 

130 135 \ 140 

Lys Ala lie Lys Asp His Asp Phe ihe Pro Ser Asn Ser Me Leu Ser 
145 150 \ 155 160 

Asn Ala Leu Ser Trp Gly Val Lys Me Le\i His Me Asp Asp lie Arg 

165 170\ 175 

Tyr Tyr Me Glu Gin Lys Lys Lys Glu Leu T^rLeu Leu Lys Lys Ser 

180 185 \ 190 

Ser Thr Ser Val Arg Asp Gly Gly Lys Arg Val GPy Ser Gly Ala Gin 

195 200 \05 

Lys Thr Arg Thr Gly Arg Leu Lys Lys Pro Phe Val Ly^Val Glu Asp 

210 215 220 \ 

Met Ser Gin Ser Pro Ala Val His Leu Met \ 
225 230 234 \ 

<210> 3 \ 
<211> 2780 \ 
<212> DNA \ 
<213> Homo sapiens 
<400> 3 
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AATTCGGCAC GAGCTCTCTG AGGCTGCGCC AAGACCTGAA GCGGCGGACC GAGAGCCCGG 60 
GTCTGAGA&T GAGAGAGCAA CGGAATGGAG GCGGGGTAGA GGCGGAAACA CAACCTGCAG 120 
GGCCAGAGCg\gGCGCGAGA AGGACGGCGG CGTGAGGGGG CGGGGCGCGC AGCGCGAGAA 180 
GGCAGGCACG AG^GGCGAGC GCGAGGCGGG GCACGGCGCG TGGCGTGAGA CGGGGCGGGG 240 
CGCGCGTATC GGCGbCGCGG CCGCGTGACG CGTTTTCAAA TCTTCAACCG CCGCAGCCCA 300 
CTCGTTTGTG CTTTGCQCCT TCCTCCTCCG CGCCTTGGAG CCGGATCCGG CCCCGGAAAC 360 
CCGACCTGCA GACGCGGTAK CTCTACTGCG TAGAGGCCGT AGCTGGCGGA AGGAGAGAGG 420 
CGGCCGTCCT GTCAACAGGC CGGGGGAAGC CGTGCTTTCG CGGCTGCCCG GTGCGACACT 480 
TTCTCCGGAC CCAGCATGTA GGT^CCGGGC GACTGCCATG AACTCCGGAG CCATGAGGAT 540 
CCACAGTAAA GGACATTTCC AGGGThGAAT CCAAGTCAAA AATGAAAAAA ACAGACCATC 600 
TCTGAAATCT CTGAAAACTG ATAACAGGQC AGAAAAATCC AAATGTAAGC CACTTTGGGG 660 
AAAAGTATTT TACCTTGACT TACCTTCTGTNcACCATATCT GAAAAACTTC AAAAGGACAT 720 
TAAGGATCTG GGAGGGCGAG TTGAAGAATT TOTCAGCAAA GATATCAGTT ATCTTATTTC 780 
AAATAAGAAG GAAGCTAAAT TTGCACAAAC CTTGGGTCGA ATTTCTCCTG TACCAAGTCC 840 
AGAATCTGCA TATACTGCAG AAACCACTTC ACCTCATCCC AGCCATGATG GAAGTTCATT 900 
TAAGTCACCA GACACAGTGT GTTTAAGCAG AGGAAAATTA TTAGTTGAAA AAGCTATCAA 960 
GGACCATGAT TTTATTCCTT CAAATAGTAT ATTATCAAAT\GCCTTGTCAT GGGGAGTAAA 1020 
AATTCTTCAT ATTGATGACA TTAGATACTA CATTGAACAA AXGAAAAAAG AGTTGTATTT 1080 
ACTCAAGAAA TCAAGTACTT CAGTAAGAGA TGGGGGCAAA AGA6ITGGTA GTGGTGCACA 1140 
AAAAACAAGA ACAGGAAGAC TCAAAAAGCC TTTTGTAAAG GTGGAAGATA TGAGCCAACT 1200 
TTATAGGCCA TTTTATCTTC AGCTGACCAA TATGCCTTTT ATAAATTATT CTATTCAGAA 1260 
GCCCTGCAGT CCATTTGATG TAGACAAGCC ATCTAGTATG CAAAAGCAAA CJCAGGTTAA 1320 
ACTAAGAATC CAAACAGATG GCGATAAGTA TGGTGGAACC TCAATTCAAC TCCAGTTGAA 1380 
AGAGAAGAAG AAAAAAGGAT ATTGTGAATG TTGCTTGCAG AAATATGAAG ATCTAGAAAC 1440 
TCACCTTCTA AGTGAGCAAC ACAGAAACTT TGCACAGAGT AACCAGTATC AAGTTGTTGA 1500 
TGATATTGTA TCTAAGTTAG TTTTTGACTT TGTGGAATAT GAAAAGGACA CACCTAAAAA. 1560 
GAAAAGAATA AAATACAGTG TTGGATCCCT TTCTCCTGTT TCTGCAAGTG TCCTGAAAAA t620 
GACTGAACAA AAGGAAAAAG TGGAATTGCA ACATATTTCT CAGAAAGATT GCCAGGAAGA 1680 
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TGATACAACA GTGAAGGAGC AGAATTTCCT GTATAAAGAG ACCCAGGAAA CTGAAAAAAA 1740 
GCTCCTGm ATTTCAGAGC CCATCCCCCA CCCTTCAAAT GAATTGAGAG GGCTTAATGA 1800 
GMAATGAGTWAAATGTT CCATGTTAAG TACAGCTGAA GATGACATAA GACAGAATTT 1860 
TACACAGCTA CTOTACATA AAAACAAACA GGAATGCATT CTTGACATTT CCGAACACAC 1920 
ATTAAGTGAA AATGXCTTAG AAGAACTAAG GGTAGATCAC TATAAATGTA ACATACAGGC 1980 
ATCTGTACAT GTTTCTkATT TCAGTACAGA TAATAGTGGA TCTCAACCAA AACAGAAGTC 2040 
AGATACTGTG CTTTTTCCAG CAAAGGATCT CAAGGAAAAG GACCTTCATT CAATATTTAC 2100 
TCATGATTCT GGTCTGATAMCAATAAACAG TTCACAAGAG CACCTAACTG TTCAGGCAAA 2160 
GGCTCCATTC CATACTCCTC CteAGGAACC CAATGAATGT GACTTCAAGA ATATGGATAG 2220 
TTTACCTTCT GGTAAAATAC ATCtWAAAGT GAAAATAATA TTAGGACGAA ATAGAAAAGA 2280 
AAATCTGGAA CCAAATGCTG AATTtWm AAGAACTGAA TTTATTACAC AAGAAGAAAA 2340 
CAGAATTTGT AGTTCACCGG TACAGTCtTT ACTAGACTTG TTTCAGACTA GTGAAGAGAA 2400 
ATCAGAATTT TTGGGTTTCA CAAGCTACAlS AGAAAAGAGT GGTATATGCA ATGTTTTAGA 2460 
TATTTGGGAA GAGGAAAATT CAGATAATCt\tTAACAGCG TTTTTCTCGT CCCCTTCAAC 2520 
TTCTACATTT ACTGGCTTTT AGAATTTAAA AAATGCATAC TTTTCAGAAG TGATAAGGAT 2580 
CATATTCTTG AAATTTTTAT AAATATGTAT GGAAATTCTT AGGATTTTTT TACCAGCTTT 2640 
GTTTACAGAC CCAAATGTAA ATATTAAAAA TAAATATTTG CAATTTTCTA CAGAATTGAA 2700 
TACCTGTTAA AGAAAAATTA CAGAATAAAC TTGTGACTGG TCTTGTTTTA CATTAAAAAA 2760 
AAAAAAAAAA AAAACTCGAG \ 2780 

<210> 4 \ 
<211> 2719 \ 
<212> DNA \ 
<213> Homo sapiens \ 
<400> 4 \ 
AATTCGGCAC GAGCTCTCTG AGGCTGCGCC AAGACCTGAA GCGGCGGACc\aGAGCCCGG 60 
GTCTGAGACT GAGAGAGCAA CGGAATGGAG GCGGGGTAGA GGCGGAAACA CAACCTGCAG 120 
GGCCAGAGCG AGGCGCGAGA AGGACGGCGG CGTGAGGGGG CGGGGCGCGC AGCQCGAGAA 180 
GGCAGGCACG AGGGGCGAGC GCGAGGCGGG GCACGGCGCG TGGCGTGAGA CGGGG5GGGG 240 
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CSQGCGTATC GGCGCCGCGG CCGCGTGACG CGTTTTCAAA TCTTCAACCG CCGCAGCCCA 300 
CTCGTTTGTG CTTTGCGCCT TCCTCCTCCG CGCCTTGGAG CCGGATCCGG CCCCGGAAAC 360 
CCGACCT^CA GACGCGGTAC CTCTACTGCG TAGAGGCCGT AGCTGGCGGA AGGAGAGAGG 420 
CGGCCGTCcKcTCAACAGGC CGGGGGAAGC CGTGCTTTCG CGGCTGCCCG GTGCGACACT 480 
5 TTCTCCGGAC CCXGCATGTA GGTGCCGGGC GACTGCCATG AACTCCGGAG CCATGAGGAT 540 
CCACAGTAAA GGACmTTCC AGGGTGGAAT CCAAGTCAAA AATGAAAAAA ACAGACCATC 600 
TCTGAAATCT CTGAAAAhlG ATAACAGGCC AGAAAAATCC AAATGTAAGC CACTTTGGGG 660 
AAAAGTATTT TACCTTGACTVTACCTTCTGT CACCATATCT GAAAAACTTC AAAAGGACAT 720 
TAAGGATCTG GGAGGGCGAG TT^AAGAATT TCTCAGCAAA GATATCAGTT ATCTTATTTC 780 
10 AAATAAGAAG GAAGCTAAAT TTGcXqAAAC CTTGGGTCGA ATTTCTCCTG TACCAAGTCC 840 
AGAATCTGCA TATACTGCAG AAACCACXFC ACCTCATCCC AGCCATGATG GAAGTTCATT 900 
TAAGTCACCA GACACAGTGT GTTTAAGCAGSAGGAAAATTA TTAGTTGAAA AAGCTATCAA 960 
GGACCATGAT TTTATTCCTT CAAATAGTAT aVtATCAAAT GCCTTGTCAT GGGGAGTAAA 1020 
AATTCTTCAT ATTGATGACA TTAGATACTA CATTQAACAA AAGAAAAAAG AGTTGTATTT 1080 
ACTCAAGAAA TCAAGTACTT CAGTAAGAGA TGGGGGSAAA AGAGTTGGTA GTGGTGCACA 1140 
AAAAACAAGA ACAGGAAGAC TCAAAAAGCC TTTTGTAAA^ GTGGAAGATA TGAGCCAAAG 1200 
CCCTGCAGTC CATTTGATGT AGACAAGCCA TCTAGTATGC AAAAGCAAAC TCAGGTTAAA 1260 
CTAAGAATCC AAACAGATGG CGATAAGTAT GGTGGAACCT CAAHCAACT CCAGTTGAAA 1320 
GAGAAGAAGA AAAAAGGATA TTGTGAATGT TGCTTGCAGA AATATGMGA TCTAGAAACT 1380 
20 CACCTTCTAA GTGAGCAACA CAGAAACTTT GCACAGAGTA ACCAGTAuJA AGTTGTTGAT 1440 
GATATTGTAT CTAAGTTAGT TTTTGACTTT GTGGAATATG AAAAGGACAC\ACCTAAAAAG 1500 
AAAAGAATAA AATACAGTGT TGGATCCCTT TCTCCTGTTT CTGCAAGTGT C6JGAAAAAG 1560 
ACTGAACAAA AGGAAAAAGT GGAATTGCAA CATATTTCTC AGAAAGATTG CCAGGAAGAT 1620 
GATACAACAG TGAAGGAGCA GAATTTCCTG TATAAAGAGA CCCAGGAAAC TGAAAAAAAG 1680 
25 CTCCTGTTTA TTTCAGAGCC CATCCCCCAC CCTTCAAATG AATTGAGAGG GCTTAATGAG 1740 
AAAATGAGTA ATAAATGTTC CATGTTAAGT ACAGCTGAAG ATGACATAAG ACAGAATTTK 1800 
ACACAGCTAC CTCTACATAA AAACAAACAG GAATGCATTC TTGACATTTC CGAACACACA Yb60 
TTAAGTGAAA ATGACTTAGA AGAACTAAGG GTAGATCACT ATAAATGTAA CATACAGGCA 19! 
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TCTGTACA1\TTTCTGATTT CAGTACAGAT AATAGTGGAT CTCAACCAAA ACAGAAGTCA 1980 
GATACTGTGC mHCCAGC AAAGGATCTC AAGGAAAAGG ACCTTCATTC AATATTTACT 2040 
CATGATTCTG GTCTGA1*AAC AATAAACAGT TCACAAGAGC ACCTAACTGT TCAGGCAAAG 2100 
GCTCCATTCC ATACTCCTCC T&AQGAACCC AATGAATGTG ACTTCAAGAA TATGGATAGT 2160 
TTACCTTCTG GTAAAATACA TCGAAAX6TC AAAATAATAT TAGGACGAAA TAGAAAAGAA 2220 
AATCTGGAAC CAAATGGTGA ATTTGATAAAXAACTGAAT TTATTACACA AGAAGAAAAC 2280 . 
AGAATTTGTA GTTCACCGGT ACAGTCTTTA CTAGXs^TGT TTCAGACTAG TGAAGAGAAA 2340 
TCAGAATTTT TGGGTTTCAC AAGCTACACA GAAMGAGl^QTATATGCAA TGTTTTAGAT 2400 
TTTGGGAAG AGGAAAATTC AGATAATCTG TTAACAGCGT TTTtS^CGTC CCCTTCAACT 2460 
TCTACATTTA CTGGCTTTTA GAATTTAAAA AATGCATACT TTTCAGM&^GATAAGGATC 2520 
ATATTCTTGA AATTTTTATA AATATGTATG GAAATTCTTA GGATTTTTTT AbS^GCTTTG 2580 
TTTACAGACC CAAATGTAAA TATTAAAAAT AAATATTTGC AATTTTCTAC AGA^T^AT 2640 
ACCTGTTAAA GAAAAATTAC AGAATAAACT TGTGACTGGT CTTGTTTTAC ATTAAAAAAA\700 
AAAAAAAAAA AAACTCGAG 2719 



